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origin of Honey

+

Josh Gilligan
Laboratory for Evolution and Development
Department of Biochemistry
University of Otago




2
_x_

Honey origin

Monofloral vs multifloral

Consumer satisfaction

Effective marketing
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Traditional method

Melissopalynology
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Traditional method

Melissopalynology
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DNA Seﬁiencing
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Work flow
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Sample Extraction Sequencing Analysis

a

Traditional extractions can be long, toxic and difficult to adapt to automation




A w=wrntlax-1 mnm“l\nl:nn NT ntr:t:ln mrnasnhhsrAdAnnat
N lll\/l/ll.yl 111V 1 l]llUllllL/ 1IN U AILUULU lllUllUllJ’ UL LU

) [e




8

MNNO

Commonly used in textile industries to degrade plant material

Relatively cheap

Comparatively quick and easy extraction
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PCR with MNNO
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Samples
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Automation
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Final points

Honey floral origin is important for producers and consumers

One of the only ways to verify this is through pollen identification

The easier we can do this in the lab, the more applicable it is for you
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Thanks

ANY QUESTIONS?

josh.gilligan@otago.ac.nz




